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SEQUENCE LISTING 

<110> FUSO PHARMACEUTICAL INDUSTRIES, LTD. 

<120> Novel Colle\tin 

<13Q> 98P069 

<150> JP 10-11281 

<I51> 1998-01-23 

<160> 26 



<210> 1 • 
<211> 1595 
<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (6) . . (836) 



<400> 1 

cagca atg aat ggc ttt gca tec ttg ctt cga agi aac caa ttt ate 

Met Asn Gly Phe Ala Ser Leu Leu Arg Arg^sn Gin Phe lie 
I 5 10 



47 
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etc ctg gta eta 
Leu Lou Vul Lou 
15 

gat age cgt cct 
Asp Ser Arg Pro 



ctg ggt ctg gat act 
Leu Cly Leu Asp Tie 
30 

cac aca att tea cca 
His Thr lie Ser Pro 




9o 



gaa aaa ggc aaa 
Clu Lys Gly Lys 

ttt gtt gga caa 
Phe Val Gly Gin 
130 



gac aaa ggg 
Asp Lys Gly 
100 

gca ggt act 
Ala GLy Thr 
115 

ctg gat att 
Leu Asp He 



143 



L9I 



239 



287 



335 



383 



431 
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Fieig ttt gtc aag aa\ gtg ata gca ggg att ugg gaa act gaa gag aa* 
Lys Phe Val Lys Asn ^ai ilc Ala Gly He Arg GIu Thr Glu Glu lys 

145 \ 150 155 

ttc tac tac ate gtg cagXgaa gag aag aac tac agg gaa tec eta acc 
Phe Tyr Tyr He Val Gin G\u Glu Lys Asn Tyr Arg Glu Ser Leu Thr 

160 16.^ 170 

cac Lgc agg att egg ggt gga ktg eta gec atg ccc aag gat gaa get 
His Cys Arg lie Arg Gly Gly Me\t Leu Ala Mot Pro Lys Asp Glu Ala 
175 180 \ "185 . 190 

gee aac aca etc ate get gac tat k%t gee aag agt ggc ttc ttt egg 
Ala Asn Thr Leu lie Ala Asp Tyr Va^J Ala Lys Ser Gly Phe Phe Arg 

195 \20p 205 

gtg ttc att ggc gtg aat gac ctt gaa kgg gag gga cag tac atg ttc 
v al Phe lie Gly Val Asn Asp Leu Glu A% Glu Gly Gin Tyr Met Phe 

210 215 \ 220 

aca gac aac act cca ctg cag aac tat age $ac aat gag Egg gaa 
Thr Asp Asp Thr Pro Leu, Gin Asn Tyr Ser A\n ftp Asn Glu Gly Glu 

225 230 \ 235 

ccc age gap ccc tat ggt pat gag gac tgt gtg tag atg ctg age tct 
Prp §er Asp Pro Tyr Gly Hi§ G j.u Asp Cys Val Cau Met Leu £>er Ser 



•179 



240 



245 



25C 



ggc aga tgg aat gac aca gag tgc cat ctt acc atg |ap ttt gtc tgt 
Gly Arg Trp Asn Asp Thr Gly Cy§ His Leu Thr Met TyV Phe Val Cys 



527 



623 



67 L 



719 



767 



815 



255 



260 



265 



270 
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gag ttc ate aag aag\aaa aag taacllccct catcctacgt atttgetatt 866 
Clu Phe He Lys Lys lips Lys 
275 

ttcctgtgac cgtcattaca gttattgtta tccatccttt ttttcctgat tgtactacat 926 

ttgalctgag tcaacatagc tasaaaatgc taaactgagg tatggagect ccatcatcat 986 

geicllLtgt gatpattttc atnat ttcne acatggtaig ttattgaccc aataa'ctepe KM 6 

caggtlacat gggLcttgag agagaWttt aattactaat tgtgcacgag atagttggtt 1106 

gtctatatgt caaatgagtt gttctcVtgg tatltgcict accatctctc cctagagcac 1166 

tctgtgtcla tcccagtgga taatttc\ca gtttactggi gatgattagg aaggttgttg 1226 

atggttaggc taacctgccc tggeccaaa^g ccagacatgt acaagggctt tctgtgagca 1286 

atgataagal ctttgaatcc aagatgcccaVgatgttttuc cagtcacacc etatggecat L346 

ggclatactt ggaagttctc cttgttggca oagacalaga aatgctttaa ccccaagcct 1406 

ttatatgggg gacttctagc tttgtgtctt gt^tcagacc atgtggaatg ataaatactc 1466 

tttttgtgct tctgatctat cgatttcact aac^tatacc aagtaggtgc tttgaacccc 1526 

tttctgtagg ctcacacctt aatctcaggc ccctd^tatag tcacactttg atttaagaaa 1586 

aaeggagee \ 1595 



<210> 2 

<2li> 277 

<212> PRT 

<213> Homo Sapiens 



<400> 2 \ 
Met Asn Gly Phe Ma Ser Leu Leu Arg Arg Asn Gin Ph\ He Lou Leu 
15 10 \ 15 



5/17 



Val Leu Phe Leu Le\ Gin lie Gin Ser Leu Gly Leu Asp lie Asp Scr 

20 \ 25 30 

Arg Pro Thr Ala Glu V^l Cys Ala Thr His Thr lie Ser Pro Gly Pro 

35 \ 40 45 

Lys Gly Asp Asp Gly Glu\Lys Gly Asp Pro Gly Glu Glu Gly Lys His 

50 \55 60 

Gly Lys Val Gly Arg Met Gl\r Pro Lys Gly lie Lys Gly Glu Leu Gly 
65 70 \ 75 80 

Asp Met Gly Asp Arg Gly Asn \le Gly Lys Thr Gly Pro lie Gly Lys 

85 \ 90 95 

Lys Gly Asp Lys Gly Glu Lys Gly\Leu Leu Gly He Pro Gly Glu Lys 

]O0 \0o 110 

Gly Lys Ala Gly Thr Val Cys Asp C^s Gly Arg Tyr Arg Lys Phe Val 

115 120 \ 125 

Gly Gin Leu Asp lie Ser lie Ala Arg \eu Lys Thr Ser Met Lys Phe 

130 135 \ HO 

Val Lys Asn Val He Ala Gly He Arg Q\\ Thr Glu Glu Lys Phe Tyr 
145 150 \155 160 

Tyr He Val Gin Glu Glu Lys Asn Tyr Arg 0\lu Ser Leu Thr His Cys 

165 170 \ 175 

Arg He Arg Gly Gly Met Leu Ala Met Pro Lys\Asp Glu Ala Ala Asn 

180 135 \ 190 

Thr Leu He Ala Asp Tyr Val Ala Lys Ser Gly Ph\ Phe Arg Val Phe 

195 200 V205 

lie Gly Val Asn Asp Leu Glu Arg Glu Gly Gin Tyr M^t Phe Thr Asp 
210 215 220 
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Asn Thr Pro Leu \ln Asn Tyr Ser Asn Trp Asn Glu Gly Glu Pro Ser 
225 \ 230 235 240 

Asp Pro Tyr Gly His\Glu Asp Cys Val Glu Met Uu Ser Ser Gly Arg 

245 \ 250 255 

Trp Asn Asp Thr Glu Cy\ His Leu Thr Met Tyr Phe Val Cys Glu Phe 

260 \ 265 ■ 270 

Tie Lys Lys Lys Lys 
275 

<210> 3 
<211> 27 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence of collecting which were reported 
heretofore. 



<400> 3 

Glu Lys Cys Val Glu Met Tyr Thr Asp Gly Lys\Trp Asn Asp Arg Asn 

o 10 \ 15 

Cys Leu Gin Ser Arg Leu Ala lie Cys Glu Phe 
20 25 



<210> 4 
<2U> 14 



<220> 

<223> Pre-scquence 

<'U)0> -1 
gaattcggca cgag 

<210> 5 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<Z20> 

<223> M13 Universal Primer Sequence 
<400> 5 

cgacgttgla aaacgacggc cagt 

<210> 6 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> M13 Reverse \rjmer Sequence for Sequencing. 
<400> 6 

caggaaaca gctalgac 

<210> 7 
dll> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a Reverse Primer for Screening a Nov 
Coliectin. 



<400> 7 

ttttgatgga ggctccatac c 



<210> 8 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Sequence of a Forward Primer for 
Coliectin. 



Screening a N( 



<400> 8 \ 
ctgccaacac aclcaYcgct g 



<210> 9 
<2U> 24 
<212> DNA 

<2l3> Artificial Sequence 
<220> 

<223> Sequence of a *gtLl Re^rse Primer for Sequencing. 
<400> 9 

ttgacaccag accaactggt aalg 

<210> 10 
<2ll> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a XgtLl Forward Primer for Sequencing. 



<400> 10 

ggtggc&acg actcctggag cccp 



<210> 11 
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<2ll> 20\ 
<2I2> DNA 

<2I3> Artificial Sequence 
<220> 

<223> Sequence of a\Synthetic Primer for Sequencing a Novel 
Col lectin. 

<400> 1 1 

taatggtagc gaccggcgct 

<210> 12 
<2ll> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a Synthetic Primer for Sequencing a Novel 
Collectin. 



20 



<400> 12 

aaaccaattt atactcctgg 



20 



<210> 13 
<21l> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Sequence \pf -a Synthetic Primer for Sequencing a Novel 
Collectin. 



<400> 13 
aatattggca agaetgggci 



20 



w 



<210> 14 
<2ll> 20 
<212> DNA 
<213> Artificial Sequence 



<220> 

<223> Sequence of a Synthetic Primer Tor Sequencing a Novel 
Collectin. 



<400> 14 

gatgagtgtg ttggcagcat 



20 



<210> 15 
<2Ll> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Sequence of a Synthetic Primer for Sequencing a Nove 
Collectin. 

<4Q0> 15 

gtatcttcca caatcacjligci 

<210> 16 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a Synthetic Pri\er for Sequencing a Nove 
Collectin. 

C400> 16 

ttaattcctt tcggccccat 

<210> 17 

<2J1> 20 

<212> DNA 

<213> Artificial Sequence 



<220> \ 
<223> Sequence of a Synthetic Primer for Sequencing a N(pv 



13/17 



Col lectin. 



O100> 17 
gcaaaagaaa tiagtaccagg 



20 



m 



<210> 18 
<2Ll> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a Synthetic Primer for Sequencing a Novel 
Collectin. 



4} 



<400> IS 

catatcaccc agttctcctt 



20 



<210> 19 
<2ll> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Sequence of a Synthetic Primer for Sequencing a Novel 
Collectin. 
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<'100> 19 
agcagggatt aVggaaactg 



20 



<2IO> 20 
<2ll> 20 
<212> DNA 
<2l3> Artificial Sequence 



<220> 

<223> Sequence of a Synthetic Primer for Sequencing a Novel 
Colleclin. 



' , i 



m 



<400> 20 

ctgtgagcgt cattacagtt 

<210> 2L 
<2ll> 20 
<212> DNA 

<213> Artificial Sequence 



20 



<220> 

<223> Sequence of a Synthetic Primer for Sequencing a NoveL 
Collectin. 



<400> 21 

ggttgtctat atgtcaaatg 



20 



+ 
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<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a Synl\elic Primer for Sequencing a Nov 
Collectin- 



gs 
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p 
CI 
41 

yj 



m 



<400> 22 

tatggccatg (jctatacttg 

<210> 23 
<2U> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Sequence of a Synthetic Primer for Sequencing a Nov 
Collectin. 



<400> 23 

ategctgae tatgttgccaa 



<210> 24 



* 



<2ll> 20 
<2\2> DNA 

<213> Artificia\ Sequence 
<220> 

<22-"3> Sequence of a Synthetic Primer for Sequencing a Novel 
Col lect in. 



U 



<400> 24 

caagtatagc catggecata 

<2I0> 25 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



20 



pi 



<220> 

<223> Sequence of a Synthetic Primer for Sequencing a Novel 
Collectin. 



<400> 25 

aactgLaaty acgctcacag 



20 



<210> 26 
<211> 20 
<212> DNA 



